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Test Method (Z A} BHH)

T.NGS (AMUHF7IMSEME)

2. NGS Library kit : ReproSeq PGS Kit (ThermoFisher Scientific)

3. NGS platform : lon S5 XL sequencer/ Genexus (ThermoFisher Scientific)
4. Genome build(References genome) : GRCh37/GRCh38

5. Data analysis SW : lon Reporter ver 5.18.2.0 / Genexus software 6.8(ThermoFisher Scientific)
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1. ESHRE PGT-SR/PGT-A Working Group, Edith Coonen, Carmen Rubio, Dimitra,Christopikou,
Eftychia Dimitriadou, Julia Gontar, Veerle Goossens, Maria Maurer,Francesca Spinella,
Nathalie Vermeulen, Martine De Rycke, ESHRE PGT Consortium good practice recommendations
for the detection of structural and numericalchromosomal aberrations, Human Reproduction Open,
Volume 2020, Issue 3, 2020

2. https://www.deciphergenomics.org (DECIPER)
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