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AL 2026-01-21 iy 25 Trophectoderm

A Ao 2 Y 2026-01-22 AN =22 PGT-A

AAg D 2026-01-23 Ay A~ . CALL

A 2026-01-24 < T No CALL

A 22 2%

AyAMEICc GgCHIE dAZF & M 2 o] 4 A =t dAZE D
W1 GCS2601P1954 | Trophectoderm + 1.2.3.5681011,12,13,14,15,16,17,18. X Abnormal
W2 GCS2601P1955 | Trophectoderm T Normal
W3 GCS2601P1956 | Trophectoderm + >7< Mosaic
+7,8,9,10,11,12,14,16,19,20,22
W4 GCS2601P1957 | Trophectoderm |- 345131517.X Abnormal
* + (plus) ; FAH| A 27t £= BE £ (gain of chromosome) , - (minus) ; S| 23| AA £= 22 A4 (loss of chromosome)
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35 2
Whole js —_— roval W i A
Genome ) AV — o Al Py &F
view 15
1
05
1 1 1 13 14 1
A AH Chaotic Aneuploidy, Segmental Aneuploidy
Segmental [GRCh37] dup(1)(1p36.33p11.2) chr1:9.521368- 120697156
Aneuploid [GRCh37] dup(2)(2p25.3p11.2) chr2:9.10000- 89630436
fe“p o10y [GRCh37] dup(2)(2g11.1037.3) chr2:9.95326171- 243102476
Information [GRCh37] dup(11)(11p15.5023.2) chr11:9.60000- 112651871
Mosaic
Information
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mos chr7 20%, mos chrX 50%

243l Al 3 &=
A A8 3= w4 o4 a8z 0| + 7.8.9,10,11,12,14,16,19,20,22
GC T2| 3= | GCS2601P1957 - 3,4,5,13,15,17.X
45
4
35
Whole js
Genome 2 A — - e o
view 15 —— sl 5y =
1
05
8 9 10 11 12 13 14 15 16
A AHA Chaotic Aneuploidy, Segmental Aneuploidy
Segmental [GRCh37] del(3)(3024929) chr3:9.145733641- 197962430
Aneuploidy [GRCh37] del(13)(13g11g21.31) chr13:9.19020000- 62851975
Information [GRCh37] del(X)(Xp11.4g24) chrX:g.41179836- 120013235
Mosaic
Information

C3,

GENOME CARE

(16229) A7 = A Y5 FEUHZ 260, 85 8105 (]2 5, FuMEYH| ZE}S])
TEL. 1544-9771 / FAX. 031-8019-5004 / Homepage. www.genomecare.net
Page 3/4




Test Method (Z A} BHH)

T.NGS (AMUHF7IMSEME)

2. NGS Library kit : ReproSeq PGS Kit (ThermoFisher Scientific)

3. NGS platform : lon S5 XL sequencer/ Genexus (ThermoFisher Scientific)
4. Genome build(References genome) : GRCh37/GRCh38

5. Data analysis SW : lon Reporter ver 5.18.2.0 / Genexus software 6.8(ThermoFisher Scientific)

ol

References & Databases (2t 23 2! Cf|O|E{H{j0|2)
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1. ESHRE PGT-SR/PGT-A Working Group, Edith Coonen, Carmen Rubio, Dimitra,Christopikou,
Eftychia Dimitriadou, Julia Gontar, Veerle Goossens, Maria Maurer,Francesca Spinella,
Nathalie Vermeulen, Martine De Rycke, ESHRE PGT Consortium good practice recommendations
for the detection of structural and numericalchromosomal aberrations, Human Reproduction Open,
Volume 2020, Issue 3, 2020

2. https://www.deciphergenomics.org (DECIPER)
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2. AE2 HAbs MU G 7IMEZ Y (NGS) 7|8 2kt X Bjot GA4A| O]d dZ A} (Screening test) YLIC

3. BiO} M|ZZ2| A4l (Apoptosis) = AER O|4AF 59| 0|2 DNA QC 7|&0| £& st A= "No Call" 2 A2b7t
EELC

4. 2| B2 AAls GMA £ 0|4, 22 GMA (10Mb 37| 042
At HO| (A=HRO| &), T2l O|FAMA| (Uniparental disomy),
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5. A=E2 A= AE HAO[O], BiOF 2E YoM LY +~ A= 2A0|AIF 2 7|EH HA2Z 2l5f 21382
tsdS HiIAEY +~ §I2EE, YUl g8 = &S 2l 2% 82 HAL = S HAF S| -IT HAL (Diagnostic
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