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Test Method (Z A} BHH)

T.NGS (AMUHF7IMSEME)

2. NGS Library kit : ReproSeq PGS Kit (ThermoFisher Scientific)

3. NGS platform : lon S5 XL sequencer/ Genexus (ThermoFisher Scientific)
4. Genome build(References genome) : GRCh37/GRCh38

5. Data analysis SW : lon Reporter ver 5.18.2.0 / Genexus software 6.8(ThermoFisher Scientific)

References & Databases (2t 238 L Cj|O|E{Hj|o|2)
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